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BRBREMRAS 3EETOS, hrrvhay - w4 v 2= (RN - =3, 2017 410 517 H~
19H (Fz2z-)

¥ - MM EAEZ & 5 7 7 5 FRPEAKAREY Rorippa aquatica 123 0F Z)ﬁﬂ‘f%f’f DFE, PE, AF
BT, b e, S, REIREIIE 2 27 RIS, WERR TR B D TR 32k —
b (RUEBIT - AT, 2017 49 H 20-22 H (K2 4 —)

a4 X ZFEERK T SOGL %47 L 72 DNA HGISE ORI, il (A) A8, BRI, F oL,
AR, AAEIRF25 89 [mlkzy, Rfilikss (ML - Bilidi), 2017 49 A 13-15 0 (I181)
FOBETLRMF 2 4 =K1 7‘ % SHIRMEF G RE A RE D it /NRIRW], s —F, rhiEpis, IR
AE, ARRAT, AOWEE, S5E, HARMYYA25 81 k2, SOBERbRY: (TR - ¥Hil), 2017
HF9IH810H (Kzxs—)

Rorippa aquatica DFFEHGE % HIH$ 5 EZ FRFOLESR, REPHZE, dldest, O, BEX, TTHGRET,
FIRIESE, Ali Ferjani, ARKST, HARYZEZE 81 Mk, HABIRbR: (TIHER - BHW), 201749
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F8-10 H (1788)

I XS &I TF (Brassica rapa) 2R 5N B EREROBEZAY R & FEOBEL O, JIER—, dildb
b, bR, DR EE, REFORES, Afkrho, AR KIT, HARYARE 81 MIKE, HURTEERER
o (THER - W), 2017 49 1 8-10 H (F198)

Rorippa aquatica DFFEEEMIZ 51 5 PHYTOCROME INTERACTINGS FACTORs OHREMENT, LB —,
rlAEsh, JRAREE, WREARE, AT, ARRST, AN 81 kR, dUstBERbRE (TIER -
PrH), 201749 H 8-10 H (K24 —)

Rorippa aquatica 1235 2R FEEG & 4 — £ > v OBROMNT, HOFEY, KEpsss, Jldest, hNaEkd T,
VIMIEET, B, AR, BRI SE 81 Mk, HatMplRY (THE - BPHl), 2017 49
A8-10H (Fz%-)

7 7 7 3 FH#E Rorippa aquatica DK HEIG IS HE S FEK D PIRIBERED fiEbr, WRAARE, vhilidesh, AR,
AR, AARMEY 25 81 Mk 2y, HOtBiRlRy: (THER - P, 201749 H 8-10 H (Fz % —)

Rorippa aquatica DFFEHGE % HIH$ 5 EZ FREOLESR, REPHZE, dldest, OMRS, B, TTHGaET,
MR ZE, ARG, GEESE Al Ferjani, AFEIT, HARYIZRESARE 29 Mk, SBIRERY: (T
HERL - B, 201749 A7 H (K24 —)

I X+ & 3ITF (Brassica rapa) 1256 N5 EPEROBZFA 5 & EROBEL O, NIPER—, filidt
Sk, DR &R, REPHORES, AR, KRR RIT, HARPIEEE 2 29 Mk, dUE
FERY (TR - BE), 200749 H7H (KA4—)

BRIOL D THRKRDEVE ~ 21 MILOFCIIFOF OB A & ~, LB —, KA, FEESER, &
RO 2017, BEKFAWF v 32 GO, IHRIX), 2017 -8 H27TH (7—2va v 7)
$EER T SOGL 12 & 5 DNA BIEISEOMAE 4 7 = x4, Bl (WA) #6, b7 (iEEk, SRR, KRR,
55 58 [l HAMI A g 4R 2, ERBRZMOUF v v 32 (FIRSE - BN ), 2017 4F 3 /116 H~ 18
H (5H)

JEE FILAEY) Rorippa aquatica 12 A 51 5 SREBEGEAME O AT, KREPHESE, A=k, WA, HoFs,
MEIZR, Ali Ferjani, AATEIT, 55 58 [l HAMMA M E2FE, BREKXFHICE v 32 (BB -
FEYLST), 2017 43 16 H~ 18 H (I198)

Rorippa aquatica DO ¥ 5 7 b7/ AFNT, WARWE, AKMBT, 2 58 [l HAMEYIEHS 242, BIREKS
HOCF v >3 2 (FEWREE - FERET), 201746316 H~18H (K24 —)

[RZR] Tuy s b MYOTRER & B3 2 8 72 A Bafif R s e ¢, RIPESL, sKHEL:, A4t
BRIT, FEiEAEE, KE—R, 5 58 Ial O AWM E B E 2 F 2, RS RAROCE v v 52 (IREE - I
Ei), 20174E3 16 H~18 H (KZx 4 —)

Ab-GALFA: Development of a novel bioassay for dissecting of gall formation mechanism using Arabidopsis
thaliana, Ayaka Okamoto, Tomoko Hirano, Akihisa Hamatani, Issei Ohshima, Seisuke Kimura, Masa H. Sato,
55 58 [l H M A iz 4R 2, ERBRZHOUF v v 32 (ISR - BN ), 2017 4F 3 /116 H~ 18
H (Fz2s-)
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sbii), 201743 H3H (KA 4 —)
$EER T SOGL 12 & 5 DNA BIEISEOMAE 4 7 = 2 4, Eil (WA #6, b7 (hEEk, AR, AR,
55 58 [l H A M A iz 4R 2, ERBRZMOUF v ¥ /3%, 20174E 3 J1 16 H~ 18 H
FEE T ILHEYI Rorippa aquatica 12 5 N % R HABME O fENT, KREFHISE, sldbsl, BRI, BFED,
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A1, Ali Ferjani, ARFTEIT, 4 58 0l H ARG A B2 2E2, BREAFHICE v 52, 201743 H
16 H~18 H
Bogrze, =R, @E—H, RS, VUM, s, &8 ME%R EES A ARKE
USDAL110 ARSI 27 7 68k 7 7 39 o074 5 v FREEDZAL, F 11 MHARY ) AW Es
g, BERERIARY (BRI, 2017.3.2-34
Borse, =AM, SR, BRCRES, WOAW, RN, SrE— ME%, &4 BRI USDAL10
RO T ) LSRRI e FarF—X¥r ) 39 o745y FEREZEN, BREMEDRF2ERAS
2017, Lk (fiivaih), 2017.8.29-8.31
VG, EHURES, R, SRS T, R, Wiz, BuEss, &rE—, MEEsE, AURIE hupSLI
ZHZ & B & A XHRIED Hy AU & M SERNE O 2T, BEMEYRE2ARAS 2017, AR (e h),
2017.8.29-8.31
e, AR, bR, ErE— Y- BMEMMH BRI XS 7 7 7 F BEERAEREY Rorippa
aquatica (235 VF 2 BB EMEOFRE, WIMIEMIR S 27 MIF7Esns, sk (F9A), 2017.9.20-
9.22
B2, AME, bRk, &7 —, 77 7 FRPEAKRAEN Rorippa aquatica 123651 B BIZIEN: & /g
WEEMORFENGE, 25 12 MHAY 2 2w r2Fs, sERY Gi#bil), 2018.3.5-3.7
YR, AR, EIARE, MoEsE, PR, (eREIl, & 18—, MURIE Bradyrhizobium elkanii
USDA94 @ 3 v a7 94/ IZBIMi§ 5 T3SS T 7 x 7 # — D%, MWHIEMIIKRE 27 MRS,
R (FHET), 2017.9.20-9.22
WAEREKR, R, FEEETE, ST E -, 24 XWKIE Bradyrhizobium elkanii SRAEDOIAET 4 5 v F LR,
RV IR 258 27 [lpff ez s, ks (FHAT), 2017.9.20-9.22
HEEI, SrE— RHEET, —imAl, Wikl EEIE, Va2 5 o o R AR % 555
% Bradyrhizobium elkanii USDA61 £k 3 BT 7 = -7 &4 — K OE AR D, it s
5 27 b ez e, ACERR (FHAT), 2017.9.20-9.22
W E, HARRE, WA, B, MW, GEEE, S8 MK Bradyrhizobium elkanii
USDAY #4747 F FORRRE AR T, 56 12 BAARY 7 AEW 2T, 5@ gk,
2018.3.5-3.7
H T, &F8— RHERF A, R, EEanE, & IE, Bradyrhizobium elkanii
USDAG6L ¥k 3T 7 = 7 & —I1Z K Dt & e 2 BRI R D R A EICBE 59 % 16 LR T Ok, 5
59 [k ERE 2R, AUt YNy v g vy 2 — (FLIk), 2018.3.28-3.30
FAV PR NTKDHAERTH A 2 ) oy JERERIERE O AT - M)A, AIERE, 5559 B H A%
WAERE RS, Uik Ry a v 42—, 201843 H27H~30H
SLiCE #13 U ¥ &4 2 iR & FV Ay — 4L X DNA 7 0 — =V 2 L0 : AMEHE, 25 90 [0 H AL
fLEERE, MER—-b7AFVF, 20174 12H6H~9H
Analysis of overexpressor of chloroplastic thioredoxins in Arabidopsis thaliana: fi)IIZZE, ARG, 2558 M H
KA 22, RESKRY, 201743 H 16 H~ 18 H
Evaluation of the efficiency and utility of recombinant enzyme-free seamless DNA cloning methods : AAGf,
55 58 [l H AR A Pl 240 2, FENRRBRSE, 201743 H16 H~18H
Brassica rapa \25 57 ) L4 V7)) v MERBIZFOESR , JIEFEK, HPE, SHER, W2, BHAF
T2 131 a2
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Center for Ecological Evolutionary Developmental
Biology: Research Activity Annual Report 2017

Seisuke KIMURA
Takakazu KANEKO
Ken MOTOHASHI
Akira KAWABE

Abstract
Center for Ecological Evolutionary Developmental Biology is established as one of the research
center in Institute of Comprehensive Academic Research in 2015. The center is supported by Grants-
in-Aid from MEXT-Supported Program for the Strategic Research Foundation at Private
Universities. The center’s research efforts focus on several areas to understand the relationship
between plant and environment and its evolutionary background. Especially we study the mechanism
of phenotypic plasticity on leaf shape of North American Lake Cress, Rorippa aquatica by Omics

approaches. Here we report the progress of our research in 2017.

Keywords : Ecological Evolutionary Developmental Biology, Next-generation sequencing, Omics,

Phenotypic plasticity, Rorippa aquatica






