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Research of onion mitochondrial genome

Mai TSUKATANI (TSUJIMURA)

Abstract

There are some cytoplasm types in onion (A//ium cepa), and one of them causes cytoplasmic male
sterility; CMS-S type. In this research, we determined mitochondrial genome of CMS-S type onion
“Momiji-3” using next generation sequencing, and then we showed that the structure was divided into three
circles with component size of 143kbp, 143kbp, and 30kbp, respectively. In addition, we also determined
the mitochondrial genome of Normal type which doesn’t exhibit sterility and compared two mitochondrial
genomes. Differences appeared in the gene coding regions of cox/, cox3 and nad6 between the CMS-S
and Normal types. Results from transcripts data analysis and Western Blotting suggested that there were

differences in size of COXI and amount of NAD6 between CMS-S type and Normal type.

Keywords: A/lium cepa, Cytoplasmic male sterility, Mitochondrial genome, Next generation sequencing,

Pulsed field gel electrophoresis



