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V.Vi B &V, OEf§ % @i 2 2 & TEhThoME %
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Structural Studies of the Vacuolar type ATPase

Ken YOKOYAMA
Atsuko NAKANISHI
Jun-ichi KISHIKAWA

Abstract
Vacuolar type ATPases (V,Vi) are widely distributed in organisms and function as a proton pump
responsible for acidification of intracellular compartments such as a lysosome, Golgi apparatus,
endosome so on. In this study we have attempted to determine the structure of V,V; and V; moiety.
We obtained crystal of both the V,V; and V; in several conditions. We are now carrying out the
optimization of these crystal conditions. In addition, we observed the molecules of V,V; and V; by
cryo electron microscopy. Single particle analysis of the Vi revealed 3-D averaged image at ~9 A
resolution. Also we obtained 2-D averaged images of V,V; in which two stalks structure was clearly
observed. These structural analysis of the V,V; and V; would shed light on the molecular mechanism

of V-ATPases in near future.

Keywords : V-ATPase, Rotary molecular motor, Structural study, Cryo-electron micrography, VoV



